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m[1] Localization
m[2] Signal passing process (bio-process) Ontology
mBiological functions & molecular interactions
m[3] Signaling molecule Family (signal-family) Ontology
mFamilies of proteins classified by functional similarities
*Smad?2,3[regulatory], Smad6, 7[inhibitory]
eligand, antigen, scaffold protein, transporter

m[4] Species

m[5] Phenotype [MeSH/disease]

m[6] Tissue and Organs [TissueDB, http://tissuedb.ontol ogy.ims.u-tokyo.ac.jp/]
m[7] Molecule DB : protein [SWISS-PROT], protein complex

m[8] Chemical DB [KEGG]

m[9] DNA DB [ATCC]

m[10] Reaction DB

m[11] Cell-line DB

m[12] Reference DB [PubMed]
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